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<210> 1 
<211> 19 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 1 

ccttgtgcta atgtcctgg 19 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 



<210> 3 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 3 

gctatactgg atctgagatg 20 



<400> 2 

tgtagaagca ctgtcagctc 



20 



<210> A 
<211> 20 
<212> DNA 



20 



50 



# 
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10 




<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 

5 

<400> 4 

ttgacatgac gtacactgag 20 

10 <210> 5 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
15 <220> 

<223> Description of Artificial Sequence: primer 



<400> 5 

ctgatctctg cattggaatc 20 



<210> 6 
<211> 20 
<212> DNA 
25 <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 
30 <400> 6 

agctggactg caaggtgcag 20 

<210> 7 
35 <211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

40 <223> Description of Artificial Sequence: primer 
<400> 7 

ccttgtgctc aatgtcctgg 20 

45 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 8 

55 ccatttctgc ctccctcaag 20 

<210> 9 
• <211> 20 
60 <212> DNA 
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11 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 9 

gagcaagtgt ggctgctatg 

<210> 10 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 10 

accacttcat tgcataagtc 

<210> 11 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 11 

caactgatgc aatgagcagc 



<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 12 

atccagccca tcaccatgac 



20 



<210> 13 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primei 
<400> 13 

ggttccgcac tgtgaggtag 



20 



<210> 14 
<211> 20 
<212> DNA 



WO 01/44502 



PCT/EP00/12886 



12 



<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: primer 
<400> 14 

gctttggaca cagtgatgag 



20 



10 



15 



20 



<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: primer 
<400> 15 

tggatgggtg ttgtggacag 



20 



In I 

S3 

'43 



<210> 16 
<211> 20 
<212> DNA 
25 <213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: primer 

30 <400> 16 

tgtagaagca ctgtcagctc 



20 



SU 



35 



40 



45 



50 



55 



60 



<210> 17 
<211> 1243 
<212> DNA 

<213> Homo sapiens 
<300> 



<400> 17 

tctagctctg 

atgactcaga 

agaggatttg 

gtgacctgct 

atcctcagag 

ctagtgatcc 

ctggcctttg 

cataccaaga 

gctgctggct 

accttggaaa 

cgccatgctg 

cccatctttg 

agccctttgt 

gtcatctgtg 

tcctctagtg 

gcatggcacc 

tgtccaaagc 

tcctctatgc 

gtggctgcta 



agcttcatcc 
ctaggggtca 
acatgacgta 
cccctaagcc 
tcctgatatg 
taactaccag 
ctgatctctg 
gccaatatca 
ttttcactgt 
gatggcatac 
ccagtgtcat 
gcatcagcag 
cacagctgta 
gctgctatat 
acaccaggtc 
catttctttc 
aaagattctg 
catctttacc 
tgaaatgcaa 



aatttgcaac 
gagatcctct 
cactgagttt 
agatgcattc 
gtttatcagc 
ccaatataaa 
cattggaatc 
caactatgcc 
ctttgccagt 
catcacgcat 
ggtgatgggc 
ctacatgaag 
tgtcatgtcc 
ccacatctac 
gccaagcgca 
tttgccattt 
ctggttctgt 
aaaaactttc 
gcccaaattt 



aaatctattt 
ctggcagaag 
gactatgact 
aacccatgtg 
atcctggcca 
ctcacagtcc 
tacctgctgc 
attgactggc 
gagctgtcag 
gccatgcagc 
tggatttttg 
gtgagcatct 
ctccttgtgc 
ctcacagtgc 
tggccatgct 
ctgcctccct 
ttcaccccat 
gcagagattt 
ataggacaga 



taaggcaaga 
acaatgagtc 
tatgcaatga 
aagatatcat 
tcactgggaa 
ccaggttcct 
tcattgcatc 
aaactggggc 
tctacactcc 
tggactgcaa 
cttttgcagc 
gcctgcccat 
tcaatgtcct 
ggaaccccaa 
catcttcact 
caaggtgccc 
caactcctgt 
cttcattctg 
aacttcatcc 



agttgattat 
cagctacagc 
agtggttgac 
ggggtacaac 
catcatagtg 
tatgtgcaac 
agttgatatc 
aggctgtgat 
gacagctatc 
ggtgcagctc 
tgccctcttt 
ggatattgac 
ggcctttgtg 
catcgtgtcc 
gacttcctct 
ctcatcactg 
gccaacccct 
ctgagcaagt 
actgtccaca 



60 

120 

180 

240 

300 

360 

420 

480 

540 

600 

660 

720 

780 

840 

900 

960 

1020 

1080 

1140 
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acacccatcc aaggaatggc cactgctctt cagctcccag agtcaccagt ggttccacta 1200 
acatacttgt ccctctaagt catttagccc aaaactaaaa cac 1243 



<210> 18 

<211> 1450 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (104) . . (1333) 
<400> 18 

tctcaggaag aaactcatca tttcctaccc tgcacaaaga cagtgatgta ttgctatact 60 

ggatctgaga tgttgattct atttcttttt gtatttttct age tct gag ctt cat 115 

Ser Glu Leu His 
I 

cca att tgc aac aaa tct att tta agg caa gaa gtt gat tat atg act 163 

Pro lie Cys Asn Lys Ser lie Leu Arg Gin Glu Val Asp Tyr Met Thr 
5 10 15 20 

cag act agg ggt cag aga tec tct ctg gca gaa gac aat gag tec age 211 
Gin Thr Arg Gly Gin Arg Ser Ser Leu Ala Glu Asp Asn Glu Ser Ser 
25 30 35 

tac age aga gga ttt gac atg acg tac act gag ttt gac tat gac tta 259 
Tyr Ser Arg Gly Phe Asp Met Thr Tyr Thr Glu Phe Asp Tyr Asp Leu 
40 45 50 

tgc aat gaa gtg gtt gac gtg acc tgc tec cct aag cca gat gca ttc 307 
Cys Asn Glu Val Val Asp Val Thr Cys Ser Pro Lys Pro Asp Ala Phe 
55 60 65 

aac cca tgt gaa gat ate atg ggg tac aac ate etc aga gtc ctg ata 355 
Asn Pro Cys Glu Asp lie Met Gly Tyr Asn lie Leu Arg Val Leu lie 
70 75 80 

tgg ttt ate age ate ctg gee ate act ggg aac ate ata gtg eta gtg 403 
Trp Phe He Ser He Leu Ala He Thr Gly Asn He He Val Leu Val 
85 90 95 100 

ate eta act acc age caa tat aaa etc aca gtc ccc agg ttc ctt atg 451 
He Leu Thr Thr Ser Gin Tyr Lys Leu Thr Val Pro Arg Phe Leu Met 
105 110 H5 

tgc aac ctg gee ttt get gat etc tgc att gga ate tac ctg ctg etc 499 
Cys Asn Leu Ala Phe Ala Asp Leu Cys He Gly He Tyr Leu Leu Leu 
120 125 130 

att gca tea gtt gat ate cat acc aag age caa tat cac aac tat gee 547 
He Ala Ser Val Asp He His Thr Lys Ser Gin Tyr His Asn Tyr Ala 
135 140 145 



att gac tgg caa act ggg gca ggc tgt gat get get ggc ttt ttc act 
He Asp Trp Gin Thr Gly Ala Gly Cys Asp Ala Ala Gly Phe Phe Thr 
150 155 160 



595 
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14 



gtc ttt gcc agt gag ctg tea gtc tac act ctg aca get ate ace ttg 643 
Val Phe Ala Ser Glu Leu Ser Val Tyr Thr Leu Thr Ala He Thr Leu 



165 170 175 



180 



gaa aga tgg cat acc ate acg cat gcc atg cag ctg gac tac aag gtg 691 
Glu. Arg Trp His Thr He Thr His Ala Met Gin Leu Asp Cys Lys Val 
185 190 195 



cag etc cgc cat get gcc agt gtc atg gtg atg ggc tgg att ttt get 739 
Gin Leu Arg His Ala Ala Ser Val Met Val Met Gly Trp He Phe Ala 
200 205 210 

ttt gca get gcc etc ttt ccc ate ttt ggc ate age age tac atg aag 787 
Phe Ala Ala Ala Leu Phe Pro He Phe Gly He Ser Ser Tyr Met Lvs 
215 220 225 

gtg age ate tgc ctg ccc atg gat att gac age cct ttg tea cag ctg 835 
Val Ser He Cys Leu Pro Met Asp He Asp Ser Pro Leu Ser Gin Leu 
230 235 240 

tat gtc atg tec etc ctt gtg etc aat gtc ctg gcc ttt gtg gtc ate 883 
Tyr Val Met Ser Leu Leu Val Leu Asn Val Leu Ala Phe Val Val He 
245 250 255 260 

tgt ggc tgc tat ate cac ate tac etc aca gtg egg aac ccc aac ate 931 
Cys Gly Cys Tyr He His He Tyr Leu Thr Val Arg Asn Pro Asn He 
265 270 275 

gtg tec tec tct agt gac acc agg ate gcc aag cgc atg gcc atg etc 979 
Val Ser Ser Ser Ser Asp Thr Arg He Ala Lys Arg Met Ala Met Leu 
280 285 290 



ate ttc act gac ttc etc tgc atg gca ccc att tct ttc ttt gcc att 
He Phe Thr Asp Phe Leu Cys Met Ala Pro He Ser Phe Phe Ala He 
295 300 305 



ctg ctg gtt ctg ttt cac ccc ate aac tec tgt gcc aac ccc ttc etc 
Leu Leu Val Leu Phe His Pro He Asn Ser Cys Ala Asn Pro Phe Leu 
325 330 335 



340 



1027 



tct gcc tec etc aag gtg ccc etc ate act gtg tec aaa gca aag att 1075 
Ser Ala Ser Leu Lys Val Pro Leu He Thr Val Ser Lys Ala Lvs He 
310 315 320 



1123 



tat gcc ate ttt acc aaa aac ttt cgc aga gat ttc ttc att ctg etc H7i 

Tyr Ala He Phe Thr Lys Asn Phe Arg Arg Asp Phe Phe He Leu Leu 

345 350 355 

age aag tgt ggc tgc tat gaa atg caa gcc caa att tat agg aca gaa 1219 

Ser Lys Cys Gly Cys Tyr Glu Met Gin Ala Gin He Tyr Arg Thr Glu 

360 365 370 

act tea tec act gtc cac aac acc cat cca agg aat ggc cac tgc tct 1267 

Thr Ser Ser Thr Val His Asn Thr His Pro Arg Asn Gly His Cys Ser 

375 380 3 8 5 

tea get ccc aga gtc acc agt ggt tec act tac ata ctt gtc cct eta 1315 

Ser Ala Pro Arg Val Thr Ser Gly Ser Thr Tyr He Leu Val Pro Leu 



WO 01/44502 PCT/EP00/12886 

390 395 400 

agt cat tta gcc caa aac taaaacacaa tgtgaaaatg tatctgagta n « 
Ser His Leu Ala Gin Asn y y 1363 

405 410 

ttgaatgata aattcagtcc ttgcctttga agggtatgtc acaaggagct gacagtgctt 1423 
ctacacattt tcatctaatt taatatt 

1450 



<210> 19 

<211> 410 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Ser Glu Leu His Pro He Cys Asn Lys Ser He Leu Arg Gin Glu Val 
1 5 10 15 

Asp Tyr Met Thr Gin Thr Arg Gly Gin Arg Ser Ser Leu Ala Glu Asp 
20 25 30 

Asn Glu Ser Ser Tyr Ser Arg Gly Phe Asp Met Thr Tyr Thr Glu Phe 
35 40 45 

Asp Tyr Asp Leu Cys Asn Glu Val Val Asp Val Thr Cys Ser Pro Lys 
50 55 60 

Pro Asp Ala Phe Asn Pro Cys Glu Asp He Met Gly Tyr Asn He Leu 
65 70 75 80 

Arg Val Leu He Trp Phe He Ser He Leu Ala He Thr Gly Asn He 
85 90 95 

He Val Leu Val He Leu Thr Thr Ser Gin Tyr Lys Leu Thr Val Pro 
100 105 no 

Arg Phe Leu Met Cys Asn Leu Ala Phe Ala Asp Leu Cys He Gly He 
115 120 125 

Tyr Leu Leu Leu He Ala Ser Val Asp lie His Thr Lys Ser Gin Tyr 
130 135 14Q 

His Asn Tyr Ala He Asp Trp Gin Thr Gly Ala Gly Cys Asp Ala Ala 
145 150 155 160 

Gly Phe Phe Thr Val Phe Ala Ser Glu Leu Ser Val Tyr Thr Leu Thr 
165 170 175 

Ala He Thr Leu Glu Arg Trp His Thr He Thr His Ala Met Gin Leu 
180 185 190 

Asp Cys Lys Val Gin Leu Arg His Ala Ala Ser Val Met Val Met Glv 
195 200 205 

Trp He Phe Ala Phe Ala Ala Ala Leu Phe Pro He Phe Gly He Ser 
210 215 220 
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Ser Tyr Met Lys Val Ser lie Cys Leu Pro Met Asp lie Asp Ser Pro 
225 230 235 240 

Leu Ser Gin Leu Tyr Val Met Ser Leu Leu Val Leu Asn Val Leu Ala 
245 250 255 

Phe Val Val He Cys Gly Cys Tyr He His He Tyr Leu Thr Val Arg 
260 265 270 

Asn Pro Asn He Val Ser Ser Ser Ser Asp Thr Arg He Ala Lys Arg 
275 280 285 

Met Ala Met Leu lie Phe Thr Asp Phe Leu Cys Met Ala Pro He Ser 
290 295 300 

Phe Phe Ala He Ser Ala Ser Leu Lys Val Pro Leu He Thr Val Ser 
305 310 315 320 

Lys Ala Lys He Leu Leu Val Leu Phe His Pro He Asn Ser Cys Ala 
325 330 335 

Asn Pro Phe Leu Tyr Ala He Phe Thr Lys Asn Phe Arg Arg Asp Phe 
340 345 350 

Phe He Leu Leu Ser Lys Cys Gly Cys Tyr Glu Met Gin Ala Gin He 
355 360 365 

Tyr Arg Thr Glu Thr Ser Ser Thr Val His Asn Thr His Pro Arg Asn 
370 375 380 

Gly His Cys Ser Ser Ala Pro Arg Val Thr Ser Gly Ser Thr Tyr He 
385 390 395 400 

Leu Val Pro Leu Ser His Leu Ala Gin Asn 



405 



410 



